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111 <210> SEQ ID NO: 2 

112 <211> LENGTH: 422 

113 <212> TYPE: PRT 

114 <213> ORGANISM: HUMAN 
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171 <210> SEQ ID NO: 3 

172 <211> LENGTH: 2 9 

173 <212> TYPE: DNA 

174 <213> ORGANISM: HUMAN 

175 <400> SEQUENCE: 3 

176 cgcccagtgg gtcatcttcc ccagaagag 2 9 

178 <210> SEQ ID NO: 4 

179 <211> LENGTH: 19 

180 <212> TYPE: DNA 

181 <213> ORGANISM: HUMAN 

182 <400> SEQUENCE: 4 

183 ggaatcctcc tgcatccgg 19 

185 <210> SEQ ID NO: 5 

186 <211> LENGTH: 1522 

187 <212> TYPE: DNA 

188 <213> ORGANISM: HUMAN 

189 <220> FEATURE: 

190 <221> NAME/KEY: CDS 

191 <222> LOCATION: (13).. (1389) 

192 <22 0> FEATURE: 

193 <221> NAME /KEY: mat_peptide 

194 <222> LOCATION: (124) .. (1389) 

195 <400> SEQUENCE: 5 
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Glu 


Ala 


Pro 




ASp 


Pro 


Gin 


Glu 


Pro 




91 Q 

Z> JL 






75 










80 










85 










220 


v_,cty 


cla L. 


aaf 

dcl L 


gee 


cac 


aaa 


gac 


aaa 


gaa 


aaa 

yyy 


gat 


aac 


cag 


agt 


cat 


tqq 

*-33 


435 


9 91 


V7J.11 


A on 
noil 


noil 


Ala 


His 


Ara 


Asp 


Lvs 


Glu 


Glv 


Asp 


Asp 


Gin 


Ser 


His 


Trp 




999 




90 










95 










100 












223 


cgc 


tat 


aaa 

yy 0 - 


C3CSC* 

y y 


gac 


ccg 


ccc 


taa 
•-yy 


ccc 


caa 
^yy 


qtq 

3 v -3 


tec 


cca 


ace 


tqc 

"^3 


qcq 

3^3 


483 


224 


Arg 




Gly 


Glv 


Asd 


Pro 


Pro 


Trp 


Pro 


Arg 


Val 


Ser 


Pro 


Ala 


Cys 


Ala 




225 


105 










110 










115 










120 




226 


yy*- 


cgc 


ttc 


cag 


tec 


ccg 


qtq 


aat 


ate 


cgc 


ccc 


caq 


etc 


qcc 

3 ^ ^ 


qcc 

3 


ttc 


531 


227 


Gly 


Arg 


Phe 


Gin 


Ser 


Pro 


Val 


ASD 


lie 


Arg 


Pro 


Gin 


Leu 


Ala 


Ala 


Phe 




228 










125 










130 










135 






229 


tgc 


ccg 


gee 


CtQ 


cqc 


ccc 


ctg 


gaa 


etc 


ctg 


ggc 


ttc 


cag 


etc 


ccg 


ccg 


579 


230 


Cys 


Pro 


Ala 


Leu 


Arg 


Pro 


Leu 


Glu 


Leu 


Leu 


Gly 


Phe 


Gin 


Leu 


Pro 


Pro 




231 








140 










145 










150 








232 


etc 


cca 


gaa 


ctg 


cgc 


ctg 


cgc 


aac 


aat 


ggc 


cac 


agt 


gtg 


caa 


ctg 


ace 


627 


233 


Leu 


Pro 


Glu 


Leu 


Arg 


Leu 


Arg 


Asn 


Asn 


Gly 


His 


Ser 


Val 


Gin 


Leu 


Thr 




234 






155 










160 










165 








* 


235 


ctg 


cct 


cct 


ggg 


eta 


gag 


atg 


get 


ctg 


ggt 


ccc 


ggg 


egg 


gag 


tac 


egg 


675 


236 


Leu 


Pro 


Pro 


Gly 


Leu 


Glu 


Met 


Ala 


Leu 


Gly 


Pro 


Gly 


Arg 


Glu 


Tyr 


Arg 




237 




170 










175 










180 












238 


get 


ctg 


cag 


ctg 


cat 


ctg 


cac 


tgg 


ggg 


get 


gca 


ggt 


cgt 


ccg 


ggc 


teg 


723 


239 


Ala 


Leu 


Gin 


Leu 


His 


Leu 


His 


Trp 


Gly 


Ala 


Ala 


Gly 


Arg 


Pro 


Gly 


Ser 




240 


185 










190 










195 










200 




241 


gag 


cac 


act 


gtg 


gaa 


ggc 


cac 


cgt 


ttc 


cct 


gee 


gag 


ate 


cac 


gtg 


gtt 


771 


242 


Glu 


His 


Thr 


Val 


Glu 


Gly 


His 


Arg 


Phe 


Pro 


Ala 


Glu 


He 


His 


Val 


Val 




243 










205 










210 










215 






244 


cac 


etc 


age 


ace 


gee 


ttt 


gee 


aga 


gtt 


gac 


gag 


gee 


ttg 


ggg 


cgc 


ccg 


819 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE : 08/31/2004 

PATENT APPLICATION: US/10/795 , 933 TIME: 12:53:29 

Input Set : N:\Crf3\RULE60\10795933.raw 
Output Set: N:\CRF4\08312004\J795933.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa, 

Seq#:9; N POS . 36,37,41,42,46,47 
Seq#:19; N Pos . 7 
Seq#:23; N Pos. 1974,2346 
Seq#:25; Xaa Pos. 3,4 
Seq#:26; Xaa POS . 3,4 
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VERIFICATION SUMMARY DATE: 08/31/2004 

PATENT APPLICATION: US/10/795,933 TIME: 12:53:29 



Input Set : N:\Crf3\RULE60\10795933.raw 
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L: 


373 


M: 


258 


W: 


Mandatory Feature missing, <223> Tag not found for SEQ 


ID#: 


9 


L: 


373 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:9 after pos . : 0 






L: 


457 


M: 


258 


W: 


Mandatory Feature missing, <223> Tag not found for SEQ 


ID#: 


19 


L: 


£57 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:19 after pos . : 0 






L: 


527 


M: 


258 


W: 


Mandatory Feature missing, <223> Tag not found for SEQ 


ID#: 


23 


L: 


527 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:23 after pos.:1920 






M: 


341 


Repeated 


in SeqNo=2 3 






L: 


597 


M: 


258 


W: 


Mandatory Feature missing, <223> Tag not found for SEQ 


ID#: 


25 


L: 


597 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:25 after pos . : 0 






L: 


608 


M: 


258 


W: 


Mandatory Feature missing, <223> Tag not found for SEQ 


ID#: 


26 


L: 


608 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:26 after pos . : 0 
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